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<210> 1 

<211> 2303 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (619) . . (2061) 

<400> 1 

gaattccggt taactgagga caaagggtaa tgcagaagtg 

ttcccagtgg ccttgatatt taaactgatt cctgccacca 

cctgcgtctc atatttctgc atgctgcttt gtttgtatat 

ctcgctcccc tccagctctc gcttcattgt tctccaagtc 

cgcagcagcg tgagccgtag tcactgctgg ccgcttcgcc 

ggggagccag gaacccaagg agccgccgtc cgcccgctgt 

agccccagcc tctctcaagc gcacccacct ccgcgcaccc 

tgagggtgaa tcaccctttc tctagggcca ccactctttt 

agaagcgctg cgggaggaaa gacgtcctct tgatctctga 

tcctgcaggc gcgcctcgcc tactgtgccc tccgctacga 

cgtccgtgag aagggatc atg aag cac ttg. gta gca 

Met Lys His Leu Val Ala 
1 5 

gga etc age etc ggg gtg ccc cag ttc ggc aaa 
Gly Leu Ser Leu Gly Val Pro Gin Phe Gly Lys 
15 20 



atatttgatt tccattctca 60 

ggtccttggg ccaccctgtc 120 

agtgcgctcc tggectcagg 180 

agaagccccc gcatccgccg 240 

tgcgtgcgcg caeggaaate 3 00 

gcctctgcta gaccactcgc 3 60 

cagctcaggc gaagctggag 42 0 

atcgcccttc ccaagatttg 480 

cagggegggg tttactgctg 540 

ccccggacca gcccaggtca 600 

gec tgg ctt ttg gtt 651 
Ala Trp Leu Leu Val 
10 

ggt gac att tgc aac 699 
Gly Asp lie Cys Asn 
25 



ccg aac ccc tgt gaa aat ggt ggc ate tgt ctg tea gga ctg get gat 747 
Pro Asn Pro Cys Glu Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp 
30 35 40 

gat tec ttt tec tgt gag tgt cca gaa ggc ttc gca ggt ccg aac tgc 795 
Asp Ser Phe Ser Cys Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys 
45 50 55 

tct agt gtt gtg gag gtt gca tea gat gaa gaa aag cct act tea gca 843 
Ser Ser Val Val Glu Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala 
60 65 70 75 

ggt ccc tgc ate cct aac cca tgc cat aac gga gga ace tgt gag ata 891 
Gly Pro Cys lie Pro Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie 
80 85 90 

age gaa gee tat cga gga gac aca ttc ata ggc tat gtt tgt aaa tgt 939 
Ser Glu Ala Tyr Arg Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys 
95 100 105 

cct egg gga ttt aat ggg att cac tgt cag cac aat ata aat gaa tgt 987 
Pro Arg Gly Phe Asn Gly lie His Cys Gin His Asn lie Asn Glu Cys 
110 115 120 

gaa get gag cct tgc aga aat ggc gga ata tgt acc gac ctt gtt get 103 5 

Glu Ala Glu Pro Cys Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala 
125 130 135 

aac tac tct tgt gaa tgc cca gga gaa ttt atg gga cga aat tgt caa 1083 
Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin 
140 145 150 155 

tat aaa tgc tct ggg cca ttg gga ate gaa ggt ggg ate ata tct aat 1131 
Tyr Lys Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn 
160 165 170 

cag caa ate aca get tea tct act cac cga get ctt ttt gga etc egg 1179 
Gin Gin lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg 
175 180 185 

aag tgg tat ccc tac tat get cga ctt aat aag aag ggc ctt ata aat 1227 
Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn 
190 195 200 

gee tgg aca get get gaa aat gac aga tgg cca tgg att cag ata aat 1275 
Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn 
205 210 215 

ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga gca aaa 1323 
Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys 
220 225 230 235 

agg att gga age cca gag tac ata aaa tec tac aaa att gee tac age 1371 
Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser 
240 245 250 

aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc aat gaa 1419 
Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu 
255 260 265 



gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat get aat 1467 
Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn 
270 275 280 

tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac ccc caa 1515 
Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin 
285 290 295 

att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc tgt gag 1563 
lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu 
300 ^ ~ 305 310 315 

etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat ata caa 1611 
Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His lie Gin 
320 325 330 

gac tac cag ate act gee tec age gtc ttc aga aca etc aac atg gac 1659 
Asp Tyr Gin lie Thr Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp 
335 340 345 

atg ttt act tgg gaa cca agg aaa gee agg ctg gac aag caa ggc aaa 17 07 

Met Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys 
350 355 360 

gta aat gee tgg act tec ggc cat aac gac cag tea caa tgg tta cag 17 55 

Val Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin 
365 370 375 

gtt gat ctt ctt gtc cct act aag gtg aca ggc ate att aca caa gga 1803 
Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly 
380 385 390 395 

get aaa gat ttt ggt cac gtg cag ttt gtt ggg tea tac aaa eta get 1851 
Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala 
400 405 410 

tac age aat gat gga gaa cac tgg atg gtg cac cag gat gaa aaa cag 189 9 

Tyr Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu Lys Gin 
415 420 425 

agg aaa gac aag gtt ttt caa ggc aat ttt gac aat gac act cac agg 1947 
Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg 
430 435 440 

aaa aat gtc ate gac cct ccc ate tat gca cga ttc ata aga ate ctt 1995 
Lys Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg lie Leu 
445 450 455 

cct tgg tec tgg tat gga agg ate act ctg egg tea gag ctg ctg ggc 2 043 

Pro Trp Ser Trp Tyr Gly Arg lie Thr Leu Arg Ser Glu Leu Leu Gly 
460 465 470 475 

tgc gca gag gag gaa tga agtgcggggc cgcacatccc acaatgettt 2091 
Cys Ala Glu Glu Glu 
480 

tctttatttt cctataagta tctccacgaa atgaactgtg tgaagctgat ggaaactgea 2151 
tttgtttttt tcaaagtgtt caaattatgg taggctactg actgtctttt taggagttct 2211 



aagcttgect ttttaataat ttaatttggt ttcctttget caactctctt atgtaatatc 2271 



acactgtctg tgagttactc ttcttgttct ct 



2303 



<210> 2 

<211> 480 

<212> PRT 

<213> Mus musculus 

<400> 2 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 



195 



200 



205 



Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 



Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
370 375 380 



Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala Lys Asp Phe Gly 
385 390 395 400 



His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp Gly 
405 410 415 



Glu His Trp Met Val His Gin Asp Glu Lys Gin Arg Lys Asp Lys Val 
420 425 430 



Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val lie Asp 



435 440 445 

Pro Pro He Tyr Ala Arg Phe He Arg He Leu Pro Trp Ser Trp Tyr 
450 455 460 

Gly Arg He Thr Leu Arg Ser Glu Leu Leu Gly Cys Ala Glu Glu Glu 



465 



<210> 3 

<211> 393 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (393) 



470 475 480 



<400> 3 

ata aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga 

He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
15 10 15 

gca aaa agg att gga age cca gag tac ata aaa tec tac aaa att gee 
Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 

tac age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc 
Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 

aat gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat 
Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 

get aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac 
Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 

ccc caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc 
Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 

tgt gag etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat 
Cys Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 HO 

ata caa gac tac cag ate act gee tec age gtc ttc aga aca etc aac 
He Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 

atg gac atg 
Met Asp Met 
130 



48 



96 



144 



192 



240 



288 



336 



384 



393 



<210> 4 
<211> 131 



<212> 
<213> 



PRT 

Mus musculus 



<400> 4 

He Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly 
! 5 10 15 

Ala Lys Arg He Gly Ser Pro Glu Tyr He Lys Ser Tyr Lys He Ala 
20 25 30 



Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 



Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 



Ala Asn Ser Phe Thr Pro Pro He Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 

Pro Gin He Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 



Cys Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 



He Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 ^ 120 125 



Met Asp Met 
130 



<210> 5 

<211> 1044 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (1044) 

<400> 5 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 
Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 
Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



48 



96 



aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 

aac cca tgc cat aac gga gga ace tgt gag ata age gaa gee tat cga 2 88 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 

gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 336 
Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 3 84 

Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 432 
Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 52 8 

Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 57 6 

Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gee tgg aca get get 62 4 

Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 

gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 672 
Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 720 
Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gee tac age aat gac ggg aag acc 768 
Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 
lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



960 



gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 

gee tec age gtc ttc aga aca etc aac atg gac atg 1044 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met 
340 345 



<210> 6 

<211> 348 

<212> PRT 

<213> Mus musculus 

<400> 6 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 , 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 



Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met 
340 345 



<210> 7 

<211> 1095 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (1095) 

<400> 7 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 

aac cca tgc cat aac gga gga ace tgt gag ata age gaa gcc tat cga 2 88 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 

gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 336 
Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 3 84 

Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt ace gac ctt gtt get aac tac tct tgt gaa 432 
Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 52 8 

Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 576 
Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gcc tgg aca get get 624 
Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 



gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 
Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 



672 



aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 720 

Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 

225 230 235 240 

gag tac ata aaa tec tac aaa att gec tac age aat gac ggg aag acc 7 68 

Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 

245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 

Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 

260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 

Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 

275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 

lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 

tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 

Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 

305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 

Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 

325 330 335 

gee tec age gtc ttc aga aca etc aac atg gac atg ttt act tgg gaa 1056 

Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 

340 345 350 

cca agg aaa gee agg ctg gac aag caa ggc aaa gta aat 1095 

Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn 

355 360 365 



<210> 8 

<211> 365 

<212> PRT 

<213> Mus musculus 

<400> 8 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 



65 



70 



75 



80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 



Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 



305 



310 



315 



320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn 
355 360 365 



<210> 9 

<211> 1104 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (1104) 

<400> 9 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 
Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 

aac cca tgc cat aac gga gga acc tgt gag ata age gaa gcc tat cga 2 88 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 

gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 33 6 

Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

<39<3 att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 3 84 

Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 43 2 

Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 52 8 

Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 57 6 

Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gee tgg aca get get 624 
Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 

gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 672 
Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att ace caa gga gca aaa agg att gga age cca 72 0 

Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gee tac age aat gac ggg aag ace 7 68 

Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc ace aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 
Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 
lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 

tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 

gee tec age gtc ttc aga aca etc aac atg gac atg ttt act tgg gaa 1056 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 

cca agg aaa gee agg ctg gac aag caa ggc aaa gta aat gee tgg act 1104 
Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



<210> 10 
<211> 368 
<212> PRT 



<213> Mus musculus 



<400> 10 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 



225 



230 



235 



240 



Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



<210> 11 

<211> 1155 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1)..(1155) 

<400> 11 

atg aag cac ttg gta gca gcc tgg ctt ttg gtt gga etc age etc ggg 48 
Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc tgt gaa 96 
Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 

aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt tec tgt 144 
Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt gtg gag 192 
Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 



50 55 60 

gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc ate cct 240 
Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 

aac cca tgc cat aac gga gga acc tgt gag ata age gaa gec tat cga 2 88 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 

gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga ttt aat 3 36 

Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 

ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag cct tgc 3 84 

Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct tgt gaa 432 
Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc tct ggg 480 
Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

cca ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate aca get 52 8 

Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 

tea tct act cac cga get ctt ttt gga etc egg aag tgg tat ccc tac 576 
Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 

tat get cga ctt aat aag aag ggc ctt ata aat gee tgg aca get get 62 4 

Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 

gaa aat gac aga tgg cca tgg att cag ata aat ttg caa aga aaa atg 672 
Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 

aga gtc act ggt gtt att acc caa gga gca aaa agg att gga age cca 72 0 

Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 

gag tac ata aaa tec tac aaa att gee tac age aat gac ggg aag acc 7 68 

Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 

tgg gca atg tac aaa gta aaa ggc acc aat gaa gag atg gtc ttt cgt 816 
Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 

gga aat gtt gat aac aac aca cca tat get aat tct ttc aca ccc cca 864 
Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

ate aaa get cag tat gta aga etc tac ccc caa att tgt cga agg cat 912 
lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



tgt act tta aga atg gaa ctt ctt ggc tgt gag etc tea ggc tgt tea 960 
Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

gaa cct ttg ggg atg aaa tea ggg cat ata caa gac tac cag ate act 1008 
Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 

gee tec age gtc ttc aga aca etc aac atg gac atg ttt act tgg gaa 1056 
Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 

cca agg aaa gee agg ctg gac aag caa ggc aaa gta aat gee tgg act 1104 
Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 

tec ggc cat aac gac cag tea caa tgg tta cag gtt gat ctt ctt gtc 1152 
Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
370 375 380 

cct . 1155 

Pro 

385 



<210> 12 

<211> 385 

<212> PRT 

<213> Mus musculus 

<400> 12 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 
20 25 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 
85 90 95 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
100 105 110 



Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 



Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 
165 170 175 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Arg Lys Trp Tyr Pro Tyr 
180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp lie Gin lie Asn Leu Gin Arg Lys Met 
210 215 220 



Arg Val Thr Gly Val lie Thr Gin Gly Ala Lys Arg lie Gly Ser Pro 
225 230 235 240 



Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr Ser Asn Asp Gly Lys Thr 
245 250 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 
260 265 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 



lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 
325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 
340 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 365 



Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
370 375 380 



Pro 
385 



<210> 13 

<211> 789 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (789) 

<400> 13 

ata aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga 48 

lie Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly 
15 10 15 

gca aaa agg att gga age cca gag tac ata aaa tec tac aaa att gee 96 
Ala Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala 
20 25 30 

tac age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc 144 
Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 

aat gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat 192 
Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 

get aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac 240 
Ala Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 

ccc caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc 2 88 

Pro Gin lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 

tgt gag etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat 336 
Cys Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 

ata caa gac tac cag ate act gee tec age gtc ttc aga aca etc aac 3 84 

lie Gin Asp Tyr Gin lie Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 

atg gac atg ttt act tgg gaa cca agg aaa gee agg ctg gac aag caa 432 
Met Asp Met Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin 
130 135 140 



ggc aaa gta aat gcc tgg act tec ggc cat aac gac cag tea caa tgg 480 
Gly Lys Val Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp 
145 150 155 160 

tta cag gtt gat ctt ctt gtc cct act aag gtg aca ggc ate att aca 528 
Leu Gin Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie lie Thr 
165 170 175 

caa gga get aaa gat ttt ggt cac gtg cag ttt gtt ggg tea tac aaa 57 6 

Gin Gly Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys 
180 185 190 

eta get tac age aat gat gga gaa cac tgg atg gtg cac cag gat gaa 624 
Leu Ala Tyr Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu 
195 200 205 

aaa cag agg aaa gac aag gtt ttt caa ggc aat ttt gac aat gac act 672 
Lys Gin Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr 
210 215 220 

cac agg aaa aat gtc ate gac cct ccc ate tat gca cga ttc ata aga 720 
His Arg Lys Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg 
225 230 235 240 

ate ctt cct tgg tec tgg tat gga agg ate act ctg egg tea gag ctg 768 
lie Leu Pro Trp Ser Trp Tyr Gly Arg lie Thr Leu Arg Ser Glu Leu 
245 250 255 

ctg ggc tgc gca gag gag gaa 789 
Leu Gly Cys Ala Glu Glu Glu 
260 



<210> 14 

<211> 263 

<212> PRT 

<213> Mus musculus 

<400> 14 

lie Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly 
15 10 15 



Ala Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala 
20 25 30 



Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 



Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 



Ala Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 



Pro Gin lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 



Cys Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His 
100 105 110 



lie Gin Asp Tyr Gin lie Thr Ala Ser Ser Val Phe Arg Thr Leu Asn 
115 120 125 



Met Asp Met Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin 
130 135 140 



Gly Lys Val Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp 
145 150 155 160 



Leu Gin Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie lie Thr 
165 170 175 



Gin Gly Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys 
180 185 190 



Leu Ala Tyr Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu 
195 200 205 



Lys Gin Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr 
210 215 220 



His Arg Lys Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg 
225 230 235 240 



lie Leu Pro Trp Ser Trp Tyr Gly Arg lie Thr Leu Arg Ser Glu Leu 
245 250 255 



Leu Gly Cys Ala Glu Glu Glu 
260 



<210> 15 

<211> 306 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (306) 



<400> 



15 



ata aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga 48 
lie Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly 
15 10 15 

gca aaa agg att gga age cca gag tac ata aaa tec tac aaa att gee 96 
Ala Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala 
20 25 30 

tac age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc 144 
Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 

aat gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat 192 
Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 

get aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac 240 
Ala Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 

ccc caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc 288 
Pro Gin lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 

tgt gag etc tea ggc tgt 306 
Cys Glu Leu Ser Gly Cys 
100 



<210> 16 

<211> 102 

<212> PRT 

<213> Mus musculus 

<400> 16 

lie Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly 
15 10 15 



Ala Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala 
20 25 30 



Tyr Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr 
35 40 45 



Asn Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr 
50 55 60 



Ala Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr 
65 70 75 80 



Pro Gin lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly 
85 90 95 



Cys Glu Leu Ser Gly Cys 
100 



<210> 17 

<211> 678 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (678) 

<400> 17 

tgt gaa get gag cct tgc aga aat ggc gga ata tgt acc gac ctt gtt 48 
Cys Glu Ala Glu Pro Cys Arg Asn Gly Gly lie Cys Thr Asp Leu Val 
15 10 15 

get aac tac tct tgt gaa tgc cca gga gaa ttt atg gga cga aat tgt 96 
Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 
20 25 30 

caa tat aaa tgc tct ggg cca ttg gga ate gaa ggt ggg ate ata tct 144 
Gin Tyr Lys Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser 
35 40 45 

aat cag caa ate aca get tea tct act cac cga get ctt ttt gga etc 192 
Asn Gin Gin lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu 
50 55 60 

egg aag tgg tat ccc tac tat get cga ctt aat aag aag ggc ctt ata 240 
Arg Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie 
65 70 75 80 

aat gee tgg aca get get gaa aat gac aga tgg cca tgg att cag ata 2 88 

Asn Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp lie Gin lie 
85 90 95 

aat ttg caa aga aaa atg aga gtc act ggt gtt att acc caa gga gca 33 6 

Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly Ala 
100 105 110 

aaa agg att gga age cca gag tac ata aaa tec tac aaa att gee tac 3 84 

Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr 
115 120 125 

age aat gac ggg aag acc tgg gca atg tac aaa gta aaa ggc acc aat 432 
Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn 
130 135 140 

gaa gag atg gtc ttt cgt gga aat gtt gat aac aac aca cca tat get 480 
Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala 
145 150 155 160 



aat tct ttc aca ccc cca ate aaa get cag tat gta aga etc tac ccc 
Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro 
165 170 175 



528 



caa att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc tgt 57 6 

Gin lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys 
180 185 190 

gag etc tea ggc tgt tea gaa cct ttg ggg atg aaa tea ggg cat ata 624 
Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His lie 
195 200 205 

caa gac tac cag ate act gee tec age gtc ttc aga aca etc aac atg 672 
Gin Asp Tyr Gin lie Thr Ala Ser Ser Val Phe Arg Thr Leu Asn Met 
210 215 220 

gac atg 678 

Asp Met 

225 



<210> 18 

<211> 226 

<212> PRT 

<213> Mus musculus 

<400> 18 

Cys Glu Ala Glu Pro Cys Arg Asn Gly Gly lie Cys Thr Asp Leu Val 
15 10 15 



Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 
20 25 30 



Gin Tyr Lys Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser 
35 40 45 



Asn Gin Gin lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu 
50 55 60 



Arg Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie 
65 70 75 80 



Asn Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp lie Gin lie 
85 90 95 



Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly Ala 
100 105 110 



Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr 
115 120 125 



Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn 
130 135 140 



Glu Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala 
145 150 155 160 



Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro 
165 170 175 



Gin lie Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys 
180 185 190 



Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His lie 
195 200 205 



Gin Asp Tyr Gin He Thr Ala Ser Ser Val Phe Arg Thr Leu Asn Met 
210 215 220 



Asp Met 
225 



<210> 19 

<211> 285 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1) . . (285) 

<400> 19 

tgt gaa get gag cct tgc aga aat ggc gga ata tgt acc gac ctt gtt 48 

Cys Glu Ala Glu Pro Cys Arg Asn Gly Gly He Cys Thr Asp Leu Val 
15 10 15 

get aac tac tct tgt gaa tgc cca gga gaa ttt atg gga cga aat tgt 9 6 

Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 
20 25 30 

caa tat aaa tgc tct ggg cca ttg gga ate gaa ggt ggg ate ata tct 144 
Gin Tyr Lys Cys Ser Gly Pro Leu Gly He Glu Gly Gly He He Ser 
35 40 45 

aat cag caa ate aca get tea tct act cac cga get ctt ttt gga etc 192 
Asn Gin Gin He Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu 
50 55 60 

egg aag tgg tat ccc tac tat get cga ctt aat aag aag ggc ctt ata 240 
Arg Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu He 
65 70 75 80 

aat gee tgg aca get get gaa aat gac aga tgg cca tgg att cag 2 85 

Asn Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp He Gin 
85 90 95 



<210> 20 



<211> 95 

<212> PRT 

<213> Mus musculus 



<400> 20 

Cys Glu Ala Glu Pro Cys Arg Asn Gly Gly lie Cys Thr Asp Leu Val 
15 10 15 



Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 
20 25 30 



Gin Tyr Lys Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser 
35 40 45 



Asn Gin Gin lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu 
50 55 60 



Arg Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie 
65 70 75 80 



Asn Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp lie Gin 
85 90 95 



<210> 21 

<211> 396 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1)..(396) 

<400> 21 

ttt act tgg gaa cca agg aaa gcc agg ctg gac aag caa ggc aaa gta 48 
Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val 
15 10 15 

aat gcc tgg act tec ggc cat aac gac cag tea caa tgg tta cag gtt 96 
Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val 
20 25 30 

gat ctt ctt gtc cct act aag gtg aca ggc ate att aca caa gga get 144 
Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala 
35 40 45 

aaa gat ttt ggt cac gtg cag ttt gtt ggg tea tac aaa eta get tac 192 
Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr 
50 55 60 

age aat gat gga gaa cac tgg atg gtg cac cag gat gaa aaa cag agg 240 
Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu Lys Gin Arg 
65 70 75 80 



aaa gac aag gtt ttt caa ggc aat ttt gac aat gac act cac agg aaa 2 88 

Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys 
85 90 95 

aat gtc ate gac cct ccc ate tat gca cga ttc ata aga ate ctt cct 336 
Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg lie Leu Pro 
100 105 110 

tgg tec tgg tat gga agg ate act ctg egg tea gag ctg ctg ggc tgc 3 84 

Trp Ser Trp Tyr Gly Arg lie Thr Leu Arg Ser Glu Leu Leu Gly Cys 
115 120 125 

gca gag gag gaa 396 
Ala Glu Glu Glu 
130 



<210> 22 

<211> 132 

<212> PRT 

<213> Mus musculus 

<400> 22 

Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val 
15 10 15 



Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val 
20 25 30 



Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala 
35 40 45 



Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr 
50 55 60 



Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu Lys Gin Arg 
65 70 75 80 



Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys 
85 90 95 



Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg lie Leu Pro 
100 105 110 



Trp Ser Trp Tyr Gly Arg lie Thr Leu Arg Ser Glu Leu Leu Gly Cys 
115 120 125 



Ala Glu Glu Glu 
130 



<210> 23 



<211> 678 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)..(678) 

<400> 23 

tgc gaa gtt gag cct tgc aaa aat ggt gga ata tgt aca gat ctt gtt 48 

Cys Glu Val Glu Pro Cys Lys Asn Gly Gly lie Cys Thr Asp Leu Val 
15 10 15 

get aac tat tec tgt gag tgc cca ggc gaa ttt atg gga aga aat tgt 96 
Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 
20 25 30 

caa tac aaa tgc tea ggc cca ctg gga att gaa ggt gga att ata tea 144 
Gin Tyr Lys Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser 
35 40 45 

aac cag caa ate aca get tec tct act cac cga get ctt ttt gga etc 192 
Asn Gin Gin lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu 
50 55 60 

caa aaa tgg tat ccc tac tat gca cgt ctt aat aag aag ggg ctt ata 240 
Gin Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie 
65 70 75 80 

aat gcg tgg aca get gca gaa aat gac aga tgg ccg tgg att cag ata 2 88 

Asn Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp lie Gin lie 
85 90 95 

aat ttg caa agg aaa atg aga gtt act ggt gtg att acc caa gga gee 33 6 

Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly Ala 
100 105 110 

aag agg att gga age cca gag tat ata aaa tec tac aaa att gee tac 3 84 

Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr 
115 120 125 

agt aat gat gga aag act tgg gca atg tac aaa gtg aaa ggc acc aat 432 
Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn 
130 135 140 

gaa gac atg gtg ttt cgt gga aac att gat aac aac act cca tat get 4 80 

Glu Asp Met Val Phe Arg Gly Asn lie Asp Asn Asn Thr Pro Tyr Ala 
145 150 155 160 

aac tct ttc aca ccc ccc ata aaa get cag tat gta aga etc tat ccc 528 
Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro 
165 170 175 

caa gtt tgt cga aga cat tgc act ttg cga atg gaa ctt ctt ggc tgt 576 
Gin Val Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys 
180 185 190 



gaa ctg teg ggt tgt tct gag cct ctg ggt atg aaa tea gga cat ata 
Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His lie 
195 200 205 



624 



caa gac tat cag ate act gec tec age ate ttc aga acg etc aac atg 672 
Gin Asp Tyr Gin lie Thr Ala Ser Ser lie Phe Arg Thr Leu Asn Met 
210 215 220 

gac atg 67 8 

Asp Met 

225 



<210> 24 

<211> 226 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Cys Glu Val Glu Pro Cys Lys Asn Gly Gly lie Cys Thr Asp Leu Val 
15 10 15 



Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 
20 25 30 



Gin Tyr Lys Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser 
35 40 45 



Asn Gin Gin lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu 
50 55 60 



Gin Lys Trp Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie 
65 70 75 80 



Asn Ala Trp Thr Ala Ala Glu Asn Asp Arg Trp Pro Trp lie Gin lie 
85 90 95 



Asn Leu Gin Arg Lys Met Arg Val Thr Gly Val lie Thr Gin Gly Ala 
100 105 110 



Lys Arg lie Gly Ser Pro Glu Tyr lie Lys Ser Tyr Lys lie Ala Tyr 
115 120 125 



Ser Asn Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn 
130 135 140 



Glu Asp Met Val Phe Arg Gly Asn lie Asp Asn Asn Thr Pro Tyr Ala 
145 150 155 160 



Asn Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro 
165 170 175 



Gin Val Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys 
180 185 190 



Glu Leu Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His lie 
195 200 205 

Gin Asp Tyr Gin lie Thr Ala Ser Ser lie Phe Arg Thr Leu Asn Met 
210 215 220 

Asp Met 



225 




<210> 


25 


<211> 


26 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


synthetic DNA 


<400> 


25 



aaagatctaa cccgaacccc tgtgaa 



<210> 


26 


<211> 


24 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


synthetic DNA 


<400> 


26 



aactcgagca tttgtggatg tgcg 



